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Your Bristle Oral Health Report

ABOUT THE TEST

Your mouth is home to billions of bacteria and fungi, collectively your oral microbiome. Some of these species help
keep you healthy, while others can cause issues like gum inflammation, cavities, and more.

The Bristle Oral Health Test analyzes the complete microbiome in your saliva (all 800+ species found in the mouth).
Understanding the make up of your microbiome and the balance of species can help you & your provider determine an
optimal care plan to achieve health & wellness.

ABOUT THE SCORES

* Scores below are examples and do not reflect the patient's scores. See the next page for the patient's Bristle test results.

In the report, you will see 7 key scores related to your oral and overall health.
Each score is calculated based on the bacterial & fungal species detected in
your saliva and their levels.

EXAMPLE SCORE

© optimal 2.2/10
Tooth Decay

EXAMPLE SCORE The scores included are: Beneficial Bacteria, Tooth Decay, Gum Inflammation,
® AtRisk 8.0/10 Halitosis, Gut Impact, Nitric Oxide, and Diversity.
Gut Impact
YOUR MICROBES YOUR CARE PLAN
Throughout the report, you will find individual microbes Your healthcare provider may include a personalized care
or species of bacteria & fungi that were detected in your plan in your report based on the results of the saliva test
saliva and their relation to different conditions. and their clinical assessment. It is designed to help

restore and maintain balance in your mouth.
The percentile or numerical score for each microbe
signifies the levels it was detected at (0 being undetected, = Reach out to your provider directly if you have any
and 100 being very high). questions regarding your care plan.

Disclaimer: Bristle is for individuals who want to learn about their oral health and microbiome. The Bristle test is intended exclusively for wellness
purposes. Bristle cannot provide you with medical or dental advice, or diagnose you with any disease or condition. Any information provided by
Bristle is not medical or dental advice, and is not intended to replace the advice of your doctor or dentist.
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Demo Patient's Oral Health Report Card

Patient name: Demo Patient

Kit ID: BH3KC778
DOB: 08/19/1973

bristle

Register date: 10/24/2023
In Lab date: 10/24/2023
Report date: 11/14/2023

We detected a total of 135 bacterial and fungal species in your oral microbiome.The scores below provide a summary
of how these species may affect your oral and overall health.

Oral Health Insights

Beneficial
[ ]

4.7/10

@® AtRisk

Gum Inflammation
D

8.0/10
© optimal

Tooth Decay

[ J 0.6/10

YOU HAVE

e 3 high abundance of bacteria that cause gum inflammation.
e alow abundance of bacteria that cause tooth decay.

e an average abundance of beneficial bacteria.

GUM INFLAMMATION

You have an imbalance in your oral microbiome that can cause existing gum issues to progress quickly, and increase your
risk of future symptoms of gum disease.

Treatment and at-home oral hygiene changes are recommended to help balance the oral microbiome and reduce the risk
of worse disease.

TOOTH DECAY
Given the levels of beneficial bacteria and bacteria that cause tooth decay, any early cavities are likely to be stable, and
can be remineralized with at home care.

Additional Health & Wellness Insights

(® Needs Improvement

Halitosis (Bad Breath)

. J 6.6/10

Gut Impact

L 5.0/10

(® Needs Improvement

Nitric Oxide

[ 2.4/10

© Normal

Diversity

© 2026 Bristle

HALITOSIS (BAD BREATH)

The Halitosis score measures the levels of oral bacteria that cause bad breath by producing foul smelling chemicals in the
mouth. Your halitosis score needs improvement.

If you experience bad breath, it could be due to high levels of microbes that were detected in your mouth.

If you don't experience bad breath, other factors such as your diet, environment, and beneficial bacteria in your mouth
may be helping reduce or eliminate symptoms.

GUT IMPACT

The Gut Impact score measures the bacteria and fungi in the mouth that can cause issues in the gut. These microbes have
been associated with conditions including IBS, IBD, Crohn's, and colorectal cancer.

Your Gut Impact score is average. If you suffer from gut health issues, your oral bacteria may be a contributing factor.
Improving your oral health and balancing your mouth’s microbiome may help improve your gut health.

NITRIC OXIDE

Certain species of oral bacteria help metabolize nitrate from our diets into nitric oxide, which is crucial for heart, brain,
and immune health. The Nitric Oxide score captures your oral microbiome’s ability to metabolize nitrate into nitric oxide,
and yours needs improvement. Increasing your intake of nitrate through diet (e.g., beets, leafy greens) or supplements
can help improve your Nitric Oxide score and in turn, your oral & overall health.

DIVERSITY

The Diversity score accounts for the total number of species and their abundance levels.

Your Diversity is normal. However, diversity alone does not determine overall oral health. Review your other scores for
additional insight.

Email: providersupport@bristlehealth.com




Patient name: Demo Patient Kit ID: BH3KC778 Report date: 11/14/2023 inStle

Key Microbial Species & Oral And Systemic Health Associations

View your abundances of oral microbes and their associations with diseases & health conditions, based on existing scientific research. The scores found in the Oral
Health Report Card take into account all microbes related to a given condition to provide a more accurate, comprehensive view into risk and status.

Note: several other microbes impact the progression and severity of oral diseases. The species below are the most well characterized for their role in oral health
conditions. Presence or elevated levels of these species does not mean it will cause the disease.

NAME LEVEL PERCENTILE ORAL HEALTH SYSTEMIC HEALTH ASSOCIATIONS

Cognitive Disorders Cardiovascular Diseases

Prevotella intermedia High aasssss———  34th Gum Disease
Musculoskeletal Disorders
Diabetes Cognitive Disorders Cardiovascular Diseases
Fusobacterium nucleatum High aE— 70th Gum Disease
Adverse Pregnancy Outcomes Various Cancers
Parvimonas micra High G 68th Gum Disease Various Cancers
Diabetes Cardiovascular Diseases
Eikenella corrodens Moderate 62nd Gum Disease Adverse Pregnancy Outcomes Musculoskeletal Disorders
Various Cancers
Eubacterium nodatum Moderate 44th Gum Disease
Treponema denticola Low - 32nd Gum Disease Diabetes Cognitive Disorders Cardiovascular Diseases
Campylobacter rectus Low - 15th Gum Disease Cognitive Disorders Adverse Pregnancy Outcomes
Diabetes Cognitive Disorders Cardiovascular Diseases
Porphyromonas gingivalis Low - 11th Gum Disease Adverse Pregnancy Outcomes Musculoskeletal Disorders
Various Cancers
Diabetes Cardiovascular Diseases
A. actinomycetemcomitans 0 Gum Disease
Adverse Pregnancy Outcomes Various Cancers
Diabetes  Cardiovascular Diseases
Tannerella forsythia 0 Gum Disease
Adverse Pregnancy Outcomes
Streptococcus mutans 0 Tooth Decay Diabetes
Streptococcus sobrinus 0 Tooth Decay

© 2026 Bristle Email: providersupport@bristlehealth.com
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Treatment Plan: Reduce Gum Inflammation Bacteria

This protocol helps reduce levels of bacteria that cause gum inflammation. It is effective at reducing the risk of worsening gum disease

Home Care
Instructions Products Usage

Brushing: Brush 2x per day with an electric toothbrush, in the morning and evening, with nano- Fygg Nano-Hydroxyapatite twice per day
hydroxyapatite toothpaste

Toothpaste (Discount
Wait 30 mins to 1 hour after consuming food or drinks before brushing to avoid damaging enamel. Brush at

Code for 15% off: BRISTLE)
a 45 degree angle at the gumline, in addition to the teeth surface.

Alternative Hydroxyapatite Toothpaste Options: Boka, RiseWell Oral-B Pro 1000 twice per day
Alternative Electric Toothbrush Options: Philips Sonicare Toothbrush

Flossing: Floss 1 - 2x per day, using either string floss or a water flosser based on your preference.
For best results, floss 2x per day using both string and water floss.

Alternative String Floss Options: Slate Flosser, Boka Waterpik Water Flosser  minimum once per day
Alternative Water Floss Options: Oral-B, Philips Sonicare

Cocofloss minimum once per day

Tongue Care: Tongue scrape 1x per day DrTung's Tongue Scraper once per day

Alternative Options: any copper or stainless steel tongue scraper

Mouthwash: For first 2 weeks: use SmartMouth mouthwash 2x per day (morning and night) to clear out SmartMouth Clinical DDS  twice per day

levels of pathogenic bacteria and reset the oral microbiome.

Mouthwash
After 2 weeks: pause using mouthwash for 2 weeks to build up beneficial bacteria and allow the microbiome
to stabilize. CloSYS Mouthwash twice per day
If after the 4 week program symptoms persist, repeat the cycle once more using CloSYS mouthwash instead
of SmartMouth.
Problo.tlcs: Tak‘e 2x oral probiotics per day (morning and evening) after hygiene routine is completed Bristle Oral Health twice per day
(brushing, flossing, etc.). Probiotic
Use for minimum 3 months to build levels of supportive, beneficial bacteria. Continue use to maintain
balanced microbiome or if symptoms persist.
Supplements: If Nitric Oxide score is low, consider increasing intake through diet and/or supplements. HumanN SuperBeets once per day

Gummies (Sugar-Free)

© 2026 Bristle Email: providersupport@bristlehealth.com



https://fygg.sjv.io/559RgD
https://fygg.sjv.io/559RgD
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https://amzn.to/45PWik8
https://amzn.to/4qE5Lnn
https://www.bristlehealth.com/pages/probiotic
https://www.bristlehealth.com/pages/probiotic
https://amzn.to/4bhykSL
https://amzn.to/4bhykSL
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Diet Recommendations

Recommendation

Increase: Vitamin D

Increase: Foods high in nitrate

Decrease/Avoid: Sulfur-containing foods

Increase: Omega-3 Fatty Acids

Increase: High-fiber vegetables and fruits

Decrease/Avoid: Foods high in sugar and simple
carbohydrates

© 2026 Bristle

Description

Vitamin D plays a key role in absorbing and retaining calcium and phosphorous, which helps bone and tooth
mineralization. Examples: fish, eggs, mushrooms

Nitrate-rich foods help the oral microbiome reduce nitrate into nitric oxide, which is a key molecule
responsible for maintaining normal blood pressure. Examples: beet roots and leafy greens (kale, arugula,
spinach)

Sulfur-reducing bacteria play a key role in gum disease, and sulfur-containing foods promote the production
of volatile sulfur compounds (VSCs) which are responsible for bad breath. Examples: arugula, asparagus,
cruciferous vegetables, animal proteins, dairy, and legumes

Omega-3 fatty acids have anti-inflammatory properties, which can help maintain gum health and reduce
inflammation. Examples: fish, flaxseeds and chia seeds, walnuts, soybeans

These foods stimulate saliva production and help neutralize acid. They tend to be high in vitamins A and C,
which help rebuild enamel and heal gums. Examples: vegetables like carrots, celery, leafy greens; fruits like
apples, bananas, berries

Bacteria feed off sugar and simple carbohydrates, releasing acid as a byproduct which erodes teeth. Pro Tip:
if you eat these foods, do so over a short period of time and drink water in between or after to dilute
exposure. When possible, replace with sugar-free alternatives. Examples: highly processed snacks, candy,
sugary drinks

Email: providersupport@bristlehealth.com
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In Office Care
Name Description

No in office care treatments.

© 2026 Bristle Email: providersupport@bristlehealth.com
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Beneficial

Score: 4.7/10
G

Commensal microbes, also known as beneficial microbes, are essential to a healthy oral microbiome. This score summarizes the abundance of commensal microbes in

your oral microbiome. The oral commensal microbes are critically responsible for oral microbiome stability and homeostasis. People with a lower commensal scores

may be more prone to changes in the oral microbiome, which can lead to dysbiosis. By contrast, people with high commensal scores may have more stable

microbiomes, preventing new pathogenic microbes from invading the niches in the mouth and causing disease.

High commensal scores can help balance out other scores. For example, the commensal species Streptococcus gordonii and sanguinis directly compete with the

cavity-causing Streptoccocus mutans. Similarly, high levels of commensal bacteria can help dampen the immune response to periodontal pathogens, preventing gum

inflammation. People with low commensal scores may have worse symptoms than those with high commensal scores.

NAME

Haemophilus parainfluenzae

Haemophilus haemolyticus

Streptococcus sanguinis

Rothia aeria

Streptococcus mitis

Streptococcus gordonii

Capnocytophaga granulosa

Streptococcus infantis

Streptococcus parasanguinis

Neisseria mucosa

Streptococcus cristatus

Neisseria flavescens

Rothia mucilaginosa

Neisseria subflava

Streptococcus salivarius

Veillonella atypica

Prevotella salivae

© 2026 Bristle

Percentile

ATTRIBUTES
94th Gram negative
91st Gram negative
83rd Gram positive
77th Gram positive
70th Gram positive
63rd Gram positive
55th Gram negative
53rd Gram positive
51st Gram positive
50th Gram negative
39th Gram positive
39th Gram negative
35th Gram positive
13th Gram negative
13th Gram positive
8th Gram negative
8th Gram negative

Variable Facultative | | Insensitive

Rod Facultative Insensitive

Chained Cocci Facultative Insensitive
Rod | { Aerobic | | Insensitive

Chained Cocci | | Facultative | [ Insensitive
Chained Cocci | | Facultative | [ Insensitive
Rod | | Aerobic Insensitive

Chained Cocci Facultative Insensitive
Chained Cocci Facultative Insensitive
Cocci Aerobic Insensitive

Chained Cocci | ( Microaerophile | | Insensitive
Cocci | | Aerobic | ( Insensitive

Rod | | Aerobic | | Insensitive

Cocci | | Aerobic | | Insensitive

Chained Cocci Facultative Insensitive
Cocci Anaerobic Insensitive

Rod | [ Anaerobic | | Insensitive

Email: providersupport@bristlehealth.com
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Gum Inflammation

Score: 8.0/10

© At Risk

Specific species in the oral microbiome cause gum inflammation, and these species contribute to the gum inflammation score. The microbes cause inflammation in a

number of different ways. First, some species can cause damage to your gum and tooth tissues. Second, microbes can produce molecules, such as virulence factors,

that promote inflammation. Some symptoms of gum inflammation may include red, sore, or bleeding gums.

The gum inflammation score can indicate the severity of gum inflammation, and also how quickly it can progress. In general, healthy people have 4-6 unique gum

inflammation species, while people with gum disease have more than 6. You can read more about the data behind this score at our blog here.

NAME Percentile ATTRIBUTES
Porphyromonas endodontalis D 87th Gram negative | [ Rod | | Anaerobic | | L. reuteri sensitive
Prevotella intermedia D 84th Gram negative ) [ Rod | ( Anaerobic | [ L. reuteri sensitive
Eubacterium brachy D 78th Gram positive | [ Chained Rod ) | Anaerobic | { L. reuteri sensitive
Fusobacterium nucleatum G 70th Gram negative | | Chained Rod | ([ Anaerobic | [ L. reuteri sensitive
Parvimonas micra D 68th Gram positive | [ Cocci | | Anaerobic | | S. salivarius sensitive
Filifactor alocis ./ 65th Gram positive | [ Chained Rod | | Anaerobic | { Insensitive
Eubacterium nodatum G 44th Gram positive | [ Chained Rod | | Anaerobic | | L. reuteri sensitive
Treponema denticola (] 32nd Gram negative | | Spirochete | [ Anaerobic | | L. plantarum sensitive
Centipeda periodontii ) 24th Gram negative | { Rod | | Anaerobic | [ Insensitive
Campylobacter rectus - 15th Gram negative | [ Curved Rod | | Facultative | [ L. plantarum sensitive
Porphyromonas gingivalis { 11th Gram negative ) [ Rod | [ Anaerobic | [ L. reuteri sensitive

© 2026 Bristle
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Score: 0.6/10 © optimal

Tooth Decay ®

The tooth decay score is calculated from the abundance of species in the oral microbiome that are known to be acid producers, or can influence the microbes that
create acid. These bacteria ferment sugar (usually leftover from your diet), which results in acid production. The tooth decay score is an indicator of how quickly
cavities can worsen if left alone.

For instance, an early stage cavity that has not penetrated beyond the enamel layer may be reversible through remineralization. However, once the cavity grows past
the enamel into the dentin, it cannot be reversed and must be filled to prevent infection. Pathogenic cavity-causing bacteria can thrive in these early cavities. People
with a high tooth decay score may progress to a severe cavity more quickly than those with a lower score.

NAME Percentile ATTRIBUTES
Candida sp D 21st None | | Cocci | | Facultative | [ L. reuteri sensitive
Candida albicans (___J 20th None | | Cocci | | Facultative | | L. reuteri sensitive
Leptotrichia wadei (_J 12th Gram negative | [ Chained Rod | | Anaerobic | { Insensitive

© 2026 Bristle Email: providersupport@bristlehealth.com
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Score: 6.6/10 ® Needs Improvement

Halitosis (Bad Breath) D

Halitosis type: Gum liners 35.2% of Bristle users share your halitosis type.

Your halitosis score is driven by anaerobic bacteria living at your gum-line. They ferment debris, protein, and sugar in your saliva, creating volatile sulfur and other
smelly organic compounds like putrescine and cadaverine that cause bad breath. This is one of the most common types of bad breath - and fortunately one of the
easiest to solve.

The Halitosis score measures the levels of oral bacteria that cause bad breath by producing foul smelling chemicals in the mouth. Your halitosis score needs
improvement.

If you experience bad breath, it could be due to high levels of Gum liners microbes that were detected in your mouth.

If you don't experience bad breath, other factors such as your diet, environment, and beneficial bacteria in your mouth may be helping reduce or eliminate symptoms.

NAME Percentile ATTRIBUTES
Granulicatella adiacens D 89th Gram negative | | Rod | | Facultative | [ Insensitive
Porphyromonas endodontalis D 87th Gram negative | [ Rod | | Anaerobic | | L. reuteri sensitive
Prevotella intermedia D 84th Gram negative | [ Rod | | Anaerobic | | L. reuteri sensitive
Eubacterium brachy CED 78th Gram positive | | Chained Rod | | Anaerobic | | L. reuteri sensitive
Fusobacterium nucleatum G 70th Gram negative | [ Chained Rod | | Anaerobic | { L. reuteri sensitive
Prevotella nigrescens CGED 64th Gram negative | [ Rod | | Anaerobic | | Insensitive
Granulicatella elegans . ] 63rd Gram negative | [ Variable | [ Facultative | | Insensitive
Eikenella corrodens ] 62nd Gram negative | | Variable | | Anaerobic | [ Insensitive
Dialister invisus D 54th Gram negative | [ Short Rod | [ Anaerobic | [ S. salivarius sensitive
Solobacterium moorei ) 50th Gram positive | | Rod | [ Anaerobic | | S. salivarius sensitive
Eubacterium nodatum GED 44th Gram positive | | Chained Rod | | Anaerobic | | L. reuteri sensitive
Treponema denticola D 32nd Gram negative | | Spirochete | | Anaerobic / | L. plantarum sensitive
Atopobium parvulum (] 26th Gram positive | | Rod | | Anaerobic | [ S. salivarius sensitive
Centipeda periodontii [ ] 24th Gram negative | [ Rod | | Anaerobic ) | Insensitive
Candida dubliniensis [ 24th None | | Cocci | | Facultative | | L. reuteri sensitive
Candida sp - 21st None ) | Cocci | [ Facultative | [ L. reuteri sensitive
Candida albicans (] 20th None ) | Cocci | [ Facultative | [ L. reuteri sensitive
Candida glabrata - 16th None | | Cocci | | Facultative | | L. reuteri sensitive
Leptotrichia wadei - 12th Gram negative | [ Chained Rod | | Anaerobic | | Insensitive
Porphyromonas gingivalis [ 11th Gram negative | [ Rod |/ | Anaerobic | | L. reuteri sensitive

© 2026 Bristle Email: providersupport@bristlehealth.com
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Score: 5.0/10

Gut Impact CEEEE——

The Gut Impact score measures the bacteria and fungi in the mouth that can cause issues in the gut. These microbes have been associated with conditions including
IBS, IBD, Crohn'’s, and colorectal cancer.

Your Gut Impact score is average. If you suffer from gut health issues, your oral bacteria may be a contributing factor. Improving your oral health and balancing your
mouth’s microbiome may help improve your gut health.

NAME Percentile ATTRIBUTES
Fusobacterium nucleatum G 70th Gram negative | | Chained Rod | | Anaerobic | | L. reuteri sensitive
Campylobacter showae CGED 69th Gram negative | | Curved Rod | [ Anaerobic ) { L. plantarum sensitive
Campylobacter concisus D 39th Gram negative | | Curved Rod ) ( Facultative | L. plantarum sensitive
Campylobacter rectus - 15th Gram negative | | Curved Rod | [ Facultative ) | L. plantarum sensitive
Porphyromonas gingivalis [ 11th Gram negative | | Rod ) { Anaerobic | | L. reuteri sensitive

© 2026 Bristle Email: providersupport@bristlehealth.com
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Score: 2.4/10 ® Needs Improvement

Nitric Oxide G

Certain species of oral bacteria help metabolize nitrate from our diets into nitric oxide, which is crucial for heart, brain, and immune health. The Nitric Oxide score
captures your oral microbiome’s ability to metabolize nitrate into nitric oxide, and yours needs improvement. Increasing your intake of nitrate through diet (e.g.,
beets, leafy greens) or supplements can help improve your Nitric Oxide score and in turn, your oral & overall health.

NAME Percentile ATTRIBUTES
Haemophilus parainfluenzae Gl 94th Gram negative | | Variable | [ Facultative ) [ Insensitive
Neisseria flavescens (________J 39th Gram negative | | Cocci | | Aerobic [ Insensitive
Rothia mucilaginosa D 35th Gram positive ) { Rod | | Aerobic | | Insensitive
Veillonella dispar [ 23rd Gram negative | [ Cocci | [ Anaerobic | [ Insensitive
Veillonella atypica [ 8th Gram negative | | Cocci | [ Anaerobic | [ Insensitive

© 2026 Bristle Email: providersupport@bristlehealth.com
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Score: 7.0/10 © Normal
Diversity S —

The Diversity score accounts for the total number of species and their abundance levels.

Your Diversity is normal. However, diversity alone does not determine overall oral health. Review your other scores for additional insight.

NAME Percentile ATTRIBUTES
Microbacterium sp G  100th
Prevotella aurantiaca G  98th
Haemophilus parainfluenzae G 94th Variable | [ Gram negative | | Insensitive | { Facultative
Fusobacterium periodonticum G 94th
Prevotella nanceiensis . J 93rd

© 2026 Bristle Email: providersupport@bristlehealth.com
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Detected Microbes

SPECIES RELATIVE ABUNDANCE PERCENTILE ASSOCIATIONS

Microbacterium sp 0.02% G  100th

Prevotella aurantiaca 9.25% G  98th

Haemophilus parainfluenzae 11.69% Gl 94th Healthy Nitrate
Fusobacterium periodonticum 4.74% G  94th

Prevotella nanceiensis 6.39% D 93rd

Haemophilus haemolyticus 2.94% . ] 91st Healthy

Prevotella fusca 0.27% ] 91st

Granulicatella adiacens 0.85% D 89th Halitosis

Porphyromonas endodontalis 0.63% D 87th Halitosis Gum inflammation
Bulleidia extructa 0.19% ] 87th

Actinomyces odontolyticus 0.74% D 86th

Haemophilus influenzae 0.25% D 85th

Streptococcus australis 0.79% D 85th

Haemophilus sp 0.37% ] 85th

Prevotella intermedia 0.92% D 84th Halitosis Gum inflammation
Streptococcus sanguinis 1.62% . ] 83rd Healthy

Parvimonas sp 0.17% . J 79th

Eubacterium brachy 0.23% D 78th Halitosis Gum inflammation
Actinomyces massiliensis 0.13% D 78th

Porphyromonas sp 4.07% D 78th

Eubacterium saphenum 0.20% D 78th

Rothia aeria 0.73% CED 77th Healthy

Actinomyces viscosus 0.64% D 77th

Simonsiella muelleri 0.34% D 76th

Leptotrichia sp 0.43% . J 74th

Streptococcus pneumoniae 1.29% G 74th

Cardiobacterium valvarum 0.07% D 74th

© 2026 Bristle Email: providersupport@bristlehealth.com
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Detected Microbes Continued

SPECIES

Gemella sanguinis
Gemella morbillorum
Veillonella sp

Clostridiales bacterium

Streptococcus mitis

Eubacterium infirmum

Fusobacterium nucleatum

Campylobacter showae

Parvimonas micra

Prevotella enoeca
Eubacterium sulci
Actinomyces sp
Prevotella shahii

Rothia dentocariosa

Filifactor alocis

Prevotella nigrescens

Bacillus cereus

Streptococcus gordonii

Granulicatella elegans

Eikenella corrodens

Treponema medium
Prevotella pleuritidis
Neisseria elongata

Streptococcus pseudopneumoniae

Capnocytophaga granulosa

Lachnospiraceae oral

Dialister invisus

© 2026 Bristle

RELATIVE ABUNDANCE

1.01%

0.30%

2.79%

0.17%

15.68%

0.08%

0.84%

0.16%

0.20%

0.09%

0.53%

4.60%

0.75%

1.20%

0.13%

0.33%

0.20%

0.13%

0.44%

0.11%

0.06%

0.23%

0.25%

0.44%

0.11%

0.04%

0.09%

PERCENTILE

74th

73rd

72nd

71st

70th

70th

70th

69th

68th

68th

67th

67th

67th

66th

65th

64th

63rd

63rd

63rd

62nd

61st

59th

57th

56th

55th

54th

54th

ASSOCIATIONS

Healthy

Halitosis Gum inflammation Gut Impact
Gut Impact

Gum inflammation

Gum inflammation

Halitosis

Healthy

Halitosis

Halitosis

Healthy

Halitosis
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Detected Microbes Continued

SPECIES RELATIVE ABUNDANCE PERCENTILE ASSOCIATIONS
Aggregatibacter sp 0.14% 54th

Alloprevotella rava 0.09% 54th

Enhydrobacter aerosaccus 0.06% 53rd

Gemella haemolysans 0.46% 53rd

Streptococcus infantis 2.52% 53rd Healthy
Haemophilus parahaemolyticus 0.16% 52nd

Campylobacter sp 0.09% 51st

Streptococcus parasanguinis 1.24% 51st Healthy
Streptococcus oligofermentans 0.06% 50th

Neisseria mucosa 1.51% 50th Healthy
Solobacterium moorei 0.06% 50th Halitosis
Actinomyces turicensis 0.10% 50th

Haemophilus sputorum 0.27% 49th

Oribacterium sp 0.15% 48th

Leptotrichia goodfellowii 0.04% 48th

Fusobacterium sp 0.07% 47th

Morococcus cerebrosus 0.20% 46th

Prevotella sp 1.31% 45th

Eubacterium nodatum 0.05% 44th Halitosis Gum inflammation
Corynebacterium durum 0.08% 43rd

Oribacterium sinus 0.11% 42nd

Streptococcus sp 2.89% 39th

Actinomyces graevenitzii 0.14% 39th

Streptococcus cristatus 0.06% 39th Healthy
Neisseria flavescens 0.76% 39th Healthy Nitrate
Campylobacter concisus 0.25% 39th Gut Impact
Veillonella parvula 0.39% 38th

© 2026 Bristle Email: providersupport@bristlehealth.com
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Detected Microbes Continued

SPECIES RELATIVE ABUNDANCE PERCENTILE ASSOCIATIONS
Streptococcus oralis 0.85% 38th

Capnocytophaga ochracea 0.04% 37th

Treponema lecithinolyticum 0.04% 37th

Lautropia mirabilis 0.08% 35th

Rothia mucilaginosa 1.78% 35th Healthy Nitrate
Treponema denticola 0.04% ( 32nd Halitosis Gum inflammation
Kingella oralis 0.04% () 31st

Tannerella sp 0.06% [ ) 30th

Neisseria sicca 0.18% L J 30th

Capnocytophaga sp 0.06% (] 29th

Synergistetes bacterium 0.02% [ J 27th

Atopobium parvulum 0.12% (] 26th Halitosis

Prevotella falsenii 0.02% (] 26th

Bacteroidetes oral 0.04% (] 25th

Neisseria cinerea 0.04% (] 25th

Treponema sp 0.02% [ ] 25th

Helicobacter pylori 0.00% ] 24th

Haemophilus pittmaniae 0.02% [ ] 24th

Centipeda periodontii 0.02% [ ] 24th Halitosis Gum inflammation
Eubacteriaceae bacterium 0.02% [ 24th

Candida dubliniensis 0.00% [ 24th Halitosis

Veillonella dispar 0.30% [ 23rd Nitrate

Cardiobacterium hominis 0.04% b 23rd

Prevotella melaninogenica 0.87% [ 23rd

Prevotella maculosa 0.02% [ 22nd

Candida 0.01% [ 21st Tooth Decay Halitosis
Streptococcus peroris 0.04% [ 20th
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Candida albicans 0.00% ___J 20th Tooth Decay Halitosis
Aggregatibacter segnis 0.04% [ 19th

Actinomyces gerencseriae 0.02% (] 19th

Capnocytophaga sputigena 0.04% [ 18th

Prevotella buccae 0.02% ( 18th

Prevotella baroniae 0.02% - 18th

Atopobium sp 0.10% [ 17th

Selenomonas sp 0.04% - 17th

Actinomyces naeslundii 0.02% [ 17th

Candida glabrata 0.00% [ 16th Halitosis

Lachnospiraceae bacterium 0.04% (__J 16th

Actinomyces johnsonii 0.02% [ __J 15th

Campylobacter rectus 0.02% - 15th Gum inflammation Gut Impact
Neisseria subflava 0.15% - 13th Healthy

Streptococcus salivarius 0.07% - 13th Healthy

Porphyromonas catoniae 0.02% - 12th

Leptotrichia wadei 0.02% - 12th Tooth Decay Halitosis
Capnocytophaga gingivalis 0.04% [ 12th

Porphyromonas gingivalis 0.04% { 11th Halitosis Gum inflammation Gut Impact
Veillonella atypica 0.10% [ 8th Healthy Nitrate
Prevotella salivae 0.04% @ 8th Healthy

Prevotella loescheii 0.02% o 7th

Prevotella oris 0.02% o 5th

Prevotella tannerae 0.02% o 5th

Prevotella scopos 0.02% 0 4th

Streptococcus tigurinus 0.02% 0 3rd

Prevotella histicola 0.02% 0 3rd
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